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<140> 
<141> 
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<160> 13 

<170> Patentin Ver. 2.1 

£u <210> 1 

C3 <211> 1866 

ry <212> DNA 

<213> Homo sapiens 

<400> 1 

actcccctcc gaggggtctg accacgcttg ggccgagtca tacgcccacg cgtccgggac 60 
ctcctgccct caggtgatcc atccacctcg gccagtcaaa gtgctgggat tacaggcatg 120 
agccattgca cccagccgat actactatat ccccatttta cagatgagca catgggcaaa 180 
^3 ttgagggtaa ggcactgacc catgatcata cagctgagaa gtggcaaagg caggatttga 240 

£3 acctagaacc tctggctcca cacactagta atctaaacca ctctccctac aatacaacat 300 

Li acgtggtaaa gatgtgtggt gggcacgcaa tcaacgtagg tcccttcaca gttgctggga 360 

gaggcaggaa tttgcagttc ctccgcgttc tcctcctccg ctgcccacct gtcctgggtc 420 
attcctgcag cctgccctgc cctgcctggt ctcaccctcc ctctgccaac agaagtctgg 480 
gcagggtttt atgggctctg ataaggccct ggcagggccg aagttcatga gcacttcctc 540 
tttgcaggag ggcgtagggg aggggaccca ggtgatttgg gtcctggctg gtcaccaggg 600 
aagctggcaa gggaagggag actagggtgc gctctaggag aagccgacag cctgagagtc 660 
ccagaagagg agccctgtgg accctcccct gccagccact cccttaccct gggtataaga 720 
gccaccaccg cctgccatcc gccaccatct cccactcctg cagctcttct cacaggacca 780 
gccactagcg cagcctcgag cgatggccta tgtccccgca ccgggctacc agcccaccta 840 
caacccgacg ctgccttact accagcccat cccgggcggg ctcaacgtgg gaatgtctgt 900 
ttacatccaa ggagtggcca gcgagcacat gaagcggttc ttcgtgaact ttgtggttgg 960 
gcaggatccg ggctcagacg tcgccttcca cttcaatccg cggtttgacg gctgggacaa 1020 
ggtggtcttc aacacgttgc agggcgggaa gtggggcagc gaggagagga agaggagcat 1080 
gcccttcaaa aagggtgccg cctttgagct ggtcttcata gtcctggctg agcactacaa 1140 
ggtggtggta aatggaaatc ccttctatga gtacgggcac cggcttcccc tacagatggt 1200 
cacccacctg caagtggatg gggatctgca acttcaatca atcaacttca tcggaggcca 1260 
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gcccctccgg ccccagggac ccccgatgat gccaccttac cctggtcccg gacattgcca 1320 
tcaacagctg aacagcctgc ccaccatgga aggaccccca accttcaacc cgcctgtgcc 13 80 
atatttcggg aggctgcaag gagggctcac agctcgaaga accatcatca tcaagggcta 144 0 
tgtgcctccc acaggcaaga gctttgctat caacttcaag gtgggctcct caggggacat 1500 
agctctgcac attaatcccc gcatgggcaa cggtaccgtg gtccggaaca gccttctgaa 1560 
tggctcgtgg ggatccgagg agaagaagat cacccacaac ccatttggtc ccggacagtt 162 0 
ctttgatctg tccattcgct gtggcttgga tcgcttcaag gtttacgcca atggccagca 1680 
cctctttgac tttgcccatc gcctctcggc cttccagagg gtggacacat tggaaatcca 1740 
gggtgatgtc accttgtcct atgtccagat ctaatctatt cctggggcca taactcatgg 1800 
gaaaacagaa ttatccccta ggactccttt ctaagcccct aataaaatgt ctgagggtgt 1860 
ctcatg 1866 



<210> 2 

<211> 323 

<212> PRT 

<213> Homo sapiens 

<400> 2 

^3 Met Ala Tyr Val Pro Ala Pro Gly Tyr Gin Pro Thr Tyr Asn Pro Thr 

^2 1 5 10 15 

ill '^y^ ^-^y ^-^y ^^"^ ^^-^ ^-^y 

20 25 30 

%t ' - 

Val Tyr lie Gin Gly Val Ala Ser Glu His Met Lys Arg Phe Phe Val 
= 35 40 45 

iJ Asn Phe Val Val Gly Gin Asp Pro Gly Ser Asp Val Ala Phe His Phe 

£3 50 55 60 

Asn Pro Arg Phe Asp Gly Trp Asp Lys Val Val Phe Asn Thr Leu Gin 
65 70 75 80 

Gly Gly Lys Trp Gly Ser Glu Glu Arg Lys Arg Ser Met Pro Phe Lys 
85 90 95 

Lys Gly Ala Ala Phe Glu Leu Val Phe lie Val Leu Ala Glu His Tyr 
100 105 110 

Lys Val Val Val Asn Gly Asn Pro Phe Tyr Glu Tyr Gly His Arg Leu 
115 120 125 

Pro Leu Gin Met Val Thr His Leu Gin Val Asp Gly Asp Leu Gin Leu 
130 135 140 

Gin Ser lie Asn Phe lie Gly Gly Gin Pro Leu Arg Pro Gin Gly Pro 
145 150 155 160 
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Pro Met Met Pro Pro Tyr Pro Gly Pro Gly His Cys His Gin Gin Leu 
165 170 175 

Asn Ser Leu Pro Thr Met Glu Gly Pro Pro Thr Phe Asn Pro Pro Val 
180 185 190 

Pro Tyr Phe Gly Arg Leu Gin Gly Gly Leu Thr Ala Arg Arg Thr lie 
195 200 205 

lie lie Lys Gly Tyr Val Pro Pro Thr Gly Lys Ser Phe Ala lie Asn 
210 215 220 

Phe Lys Val Gly Ser Ser Gly Asp lie Ala Leu His lie Asn Pro Arg 
225 230 235 240 

Met Gly Asn Gly Thr Val Val Arg Asn Ser Leu Leu Asn Gly Ser Trp 
245 250 255 

Gly Ser Glu Glu Lys Lys He Thr His Asn Pro Phe Gly Pro Gly Gin 
260 265 270 

r=i 

fp Phe Phe Asp Leu Ser He Arg Cys Gly Leu Asp Arg Phe Lys Val Tyr 
tn 275 280 285 

"■'ci 

Ala Asn Gly Gin His Leu Phe Asp Phe Ala His Arg Leu Ser Ala Phe 
=^ 290 295 300 

13 

J; Gin Arg Val Asp Thr Leu Glu He Gin Gly Asp Val Thr Leu Ser Tyr 
305 310 315 320 

^3 



Val Gin He 



<210> 3 

<211> 2785 

<212> DNA 

<213> Homo sapiens 

<400> 3 

ctttagccca acagtcaaaa ataattgatg ctaccctaca aatgtccaaa actctagtat 60 

atcatatttc taagttacag caaatattag tcctgctaaa ccagggagct ttggcaaaaa 12 0 

tgttttttga cagtaaattt gtccttgatt atatattaac tagtcaaaga ggtgtttgta 180 

acattattag agcttcttgt tgtaggtggg ttaacaccac caatcaagag gtcattctaa 24 0 

cagaaagcct ggatcagaaa accatcaccc taaaaaaaca tgccttacat atttaacaca 3 00 

ctctgaaatc cagtcaaaat atgactaaag gcccttgcca tgactgatgt attctcctgg 360 

ccaacgccaa acaaatggga gcctggttac gagtcagcct tcagggactt gtcacatttc 420 
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tacttggttt cttccttgtt attgtcataa 
ttaggcccta ttctgtagaa gtctcctcta 
ttgagttcaa aatcgacatc aagatataaa 
ggtattttta ttgattattg tgctgtcttg 
gtcagtttcc tctcttgagc agctgattaa 
ttctcacact ctggggccac tatgtaccca 
aattaaggac agcgcccatg ccccaaagcc 
ttcaacctag ctaaccccac cctttttgct 
tgtggtaccc agtcctcagg tgcaaccccc 
ttcagagctg ttttccacag aggtagtgaa 
gagaaaaaga aaactcagta gaagataatg 
aatggtcctg aacaatggag caagctgtat 
gttgatatta aaaccagtga aaccaaacat 
tacaacccag ccacagccaa agaaattatc 
gaggacaacg ataaccgatc agtgctgaaa 
tttcagtttc attttcactg gggcagtaca 
ggagtcaaat attctgccga gcttcacgta 
cttgctgaag ctgcctcaaa ggctgatggt 
ggtgaggcca acccaaagct gcagaaagta 
ggcaaacgag ccccattcac aaattttgac 
ttctggacct accctggctc tctgactcat 
atctgtaagg agagcatcag tgtcagctca 
tcaaatgttg aaggtgataa cgctgtcccc 
ctgaagggca gaacagtgag agcttcattt 
tcaagaacac agccctgctt ctgacataat 
atttatttca atattagcaa gacagcatgc 
taaattttag ttcttactgc ttaattcaaa 
tgtaagcata agcttatctt aaattcaagt 
taagtgattt gtatgtctat ttttttcagt 
tttctttctg ttgtgcattc agtttctaaa 
aaaatcttaa atactttact tgcaagagta 
gctggagatg aaatattggg aaattcattt 
gatgaccact ggatttaata tcgttatgct 
gtgatcaaaa tgattatctt ttatatagga 
cttctcccca cgttagcaag gacaatgctt 
atggagaatc tttactttaa aattggaaga 
ctaaagaagt cattcttgct tagaatcata 
gtgcgcttca ccttatgcta tttttatctt 
tggagtatag tgtggtgttt tctgtttgtt 
gccagtcagg gtggagtgcg atggt 



m 

taaaatgttt tctatgctgt ttagtgcaac 480 
ctattcaggc cactcaaaca ccccaaataa 540 
ggaatcagtg actaaatata tttcatatat 600 
acctagtatg gaggccttgg ctagaggctg 660 
atccacaccc caaccacttc ccttatcagg 720 
ctctaatcac cacagggcca gacatcagac 780 
cgccaaaatt atgcaaatta ttcaaaatta 840 
gtacataagc tgcccattcc ccctccagcc 900 
tgcgtggtcc tctgtggcag ccttctctca 960 
aagaactgga ttttcaagtt cactttgcaa 1020 
gcaagtccag actggggata tgatgacaaa 1080 
cccattgcca atggaaataa ccaatcccct 1140 
gacacctctc tgaaacctat tagtgtctcc 1200 
aatgtggggc attctttcca tgtaaatttt 1260 
99tggtcctt tctctgacag ctacaggctc 132 0 
aatgagcatg gttcagaaca tacagtggat 13 8 0 
gctcactgga attctgcaaa gtactccagc 1440 
ttggcagtta ttggtgtttt gatgaaggtt 1500 
cttgatgccc tccaagcaat taaaaccaag 1560 
ccctctactc tccttccttc atccctggat 1620 
cctcctcttt atgagagtgt aacttggatc 1680 
gagcagctgg cacaattccg cagccttcta 1740 
atgcagcaca acaaccgccc aacccaacct 1800 
tgatgattct gagaagaaac ttgtccttcc 1860 
ccagttaaaa taataatttt taagaaataa 192 0 
cttcaaatca atctgtaaaa ctaagaaact 1980 
taataattag taagctagca aatagtaatc 2040 
ttagtttgag gaattcttta aaattacaac 2100 
ttatttgaac caataaaata attttatctc 2160 
accattaagt ttctactcca tttacattca 2220 
ttttgcttca aatacaacaa cctaagagca 2280 
gcttactcct gaagacaaaa atatagctga 2340 
ggcccaacat tgctaccatt tgtgttgtct 2400 
agatgacgct tctggatatt gctttcactt 2460 
ctctgccatt attacaacta gttagtttgc 2520 
aaagtcacaa gtgaatggtt tataaaaatg 2580 
tagaaacatc atgcaatctt ttagtcagat 2640 
taattgacac acaataattg tacatgttta 2700 
tgtttgtttt ttgagacaag gtctcactct 2760 

2785 



<210> 4 
<211> 261 
<212> PRT 

<213> Homo sapiens 
<400> 4 
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Met Ala Ser Pro Asp Trp Gly Tyr Asp Asp Lys Asn Gly Pro Glu Gin 
15 10 15 

Trp Ser Lys Leu Tyr Pro lie Ala Asn Gly Asn Asn Gin Ser Pro Val 
20 25 30 

Asp lie Lys Thr Ser Glu Thr Lys His Asp Thr Ser Leu Lys Pro lie 
35 40 45 

Ser Val Ser Tyr Asn Pro Ala Thr Ala Lys Glu lie lie Asn Val Gly 
50 55 60 

His Ser Phe His Val Asn Phe Glu Asp Asn Asp Asn Arg Ser Val Leu 
65 70 75 80 

Lys Gly Gly Pro Phe Ser Asp Ser Tyr Arg Leu Phe Gin Phe His Phe 
85 90 95 

His Trp Gly Ser Thr Asn Glu His Gly Ser Glu His Thr Val Asp Gly 
100 105 110 



Val Lys Tyr Ser Ala Glu Leu His Val Ala His Trp Asn Ser Ala Lys 
ffi 115 120 125 

Li i 

'"-..J Tyr Ser Ser Leu Ala Glu Ala Ala Ser Lys Ala Asp Gly Leu Ala Val 
130 135 140 

l3 He Gly Val Leu Met Lys Val Gly Glu Ala Asn Pro Lys Leu Gin Lys 
IJ 145 150 155 160 



Val Leu Asp Ala Leu Gin Ala He Lys Thr Lys Gly Lys Arg Ala Pro 
165 170 175 

Phe Thr Asn Phe Asp Pro Ser Thr Leu Leu Pro Ser Ser Leu Asp Phe 
180 185 190 

Trp Thr Tyr Pro Gly Ser Leu Thr His Pro Pro Leu Tyr Glu Ser Val 
195 200 205 

Thr Trp He He Cys Lys Glu Ser He Ser Val Ser Ser Glu Gin Leu 
210 215 220 

Ala Gin Phe Arg Ser Leu Leu Ser Asn Val Glu Gly Asp Asn Ala Val 
225 230 235 240 

Pro Met Gin His Asn Asn Arg Pro Thr Gin Pro Leu Lys Gly Arg Thr 
245 250 255 
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Val Arg Ala Ser Phe 
260 




<210> 5 
<211> 18 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Pro Ala Pro Gly Tyr Gin Pro Thr Tyr Asn Pro Thr Leu Pro Tyr Tyr 
15 10 15 



Gin Pro 



ry 
rn 



<210> 6 
<211> 26 
|;3 <212> PRT 

<213> Homo sapiens 

£3 

£3 <400> 6 

Pro Arg Phe Asp Gly Trp Asp Lys Val Val Phe Asn Thr Leu Gin Gly 
15 10 15 

Gly Lys Trp Gly Ser Glu Glu Arg Lys Arg 
20 25 



<210> 7 
<211> 24 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Pro Leu Arg Pro Gin Gly Pro Pro Met Met Pro Pro Tyr Pro Gly Pro 
15 10 15 

Gly His Cys His Gin Gin Leu Asn 
20 



<210> 8 

<211> 15 

<212> PRT 

<213> Homo sapiens 



6 





<400> 8 

Trp Gly Ser Glu Glu Lys Lys lie Thr His Asn Pro Phe Gly Pro 
15 10 15 



<210> 9 
<211> 19 
<212> DNA 

<2 13 > Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 9 

aacccgcctg tgccatatt 19. 



<210> 10 
<211> 22 
^.^ <212> DNA 

<213> Artificial Sequence 

r n 

C3 <220> 

fy <223> Description of Artificial Sequence: Synthetic 
''4 <400> 10 

ggagcccacc ttgaagttga ta 22 



'it <210> 11 

i ! 

"5 <211> 20 

<212> DNA 
1,^ <213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 11 

ggctgatggt ttggcagtta 2 0 



<210> 12 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
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<400> 12 

ttgtgaatgg ggctcgttt 



<210> 13 
<211> 329 
<212> PRT 

<213> Homo sapiens 
<400> 13 

Met Ala Tyr Val Pro Ala Pro Gly Tyr Gin Pro Thr Tyr Asn Pro Thr 
15 10 15 

Leu Pro Tyr Tyr Gin Pro lie Pro Gly Gly Leu Asn Val Gly Met Ser 
20 25 30 

Val Tyr lie Gin Gly Val Ala Ser Glu His Met Lys Arg Phe Phe Val 
35 40 45 

Asn Phe Val Val Gly Gin Asp Pro Gly Ser Asp Val Ala Phe His Phe 
50 55 60 

Asn Pro Arg Phe Asp Gly Trp Asp Lys Val Val Phe Asn Thr Leu Gin 
65 70 75 80 

Gly Gly Lys Trp Gly Ser Glu Glu Arg Lys Arg Ser Met Pro Phe Lys 
85 90 95 

Lys Gly Ala Ala Phe Glu Leu Val Phe lie Val Leu Ala Glu His Tyr 
100 105 110 

Lys Val Val Val Asn Gly Asn Pro Phe Tyr Glu Tyr Gly His Arg Leu 
115 120 125 

Pro Leu Gin Met Val Thr His Leu Gin Val Asp Gly Asp Leu Gin Leu 
130 135 140 

Gin Ser lie Asn Phe lie Gly Gly Gin Pro Leu Arg Pro Gin Gly Pro 
145 150 155 160 

Pro Met Met Pro Pro Tyr Pro Gly Pro Gly His Cys His Gin Gin Leu 
165 170 175 

Asn Ser Leu Pro Thr Met Glu Gly Pro Pro Thr Phe Asn Pro Pro Val 
180 185 190 

Pro Tyr Phe Gly Arg Leu Gin Gly Gly Leu Thr Ala Arg Arg Thr lie 
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195 



200 



205 



He He Lys Gly 
210 

Phe Lys Val Gly 
225 

Met Gly Asn Gly 



Gly Ser Glu Glu 
260 

Phe Phe Asp Leu 
275 

Ala Asn Gly Gin 
290 

Gin Arg Val Asp 
305 



Tyr Val Pro Pro 
215 

Ser Ser Gly Asp 
230 

Thr Val Val Arg 
245 

Lys Lys He Thr 



Ser lie Arg Cys 
280 

His Leu Phe Asp 
295 

Thr Leu Glu lie 
310 



Thr Gly Lys Ser 
220 

He Ala Leu His 
235 

Asn Ser Leu Leu 
250 

Hi s Asn Pro Phe 
265 

Gly Leu Asp Arg 



Phe Ala His Arg 
300 

Gin Gly Asp Val 
315 



Phe Ala He Asn 



He Asn Pro Arg 
240 

Asn Gly Ser Trp 
255 

Gly Pro Gly Gin 
270 

Phe Lys Val Tyr 
285 

Leu Ser Ala Phe 



Thr Leu Ser Tyr 
320 



Val Gin He His His His His His His 



